), although the extent rRNA, but only when the ribosome-EF-G complex was of GTP hydrolysis was reduced to about 60%, indicating stabilized by fusidic acid. Cross-linked EF-G gave the that part of the cross-linked protein was present in an protections in the 1070 region, indicating that there was inactive form. The conclusion from these results is that full binding, whereas it did not give the protections in cross-linked EF-G was active in all steps up to and the 2660 region. It is to be noted that the 1067 footprint including P i release, whereas it was inactive in turnover of cross-linked EF-G was observed even in the absence GTP hydrolysis. of fusidic acid. This demonstrates that cross-linked The inhibition of turnover GTP hydrolysis may be due EF-G is tightly bound to the ribosome, in agreement to the inability of cross-linked factor to dissociate from with the lack of turnover observed in the biochemical the ribosome after one round of GTP hydrolysis or, alternatively, due to the inhibition of GDP-GTP exchange assays (Figures 2 and 3) . 
